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3 <110> APPLICANT: SHERMAN, LINDA A. 

4 LUSTGARTEN, JOSEPH 

6 <120> TITLE OF INVENTION: RECOMBINANT CONSTRUCTS ENCODING T CELL RECEPTORS 

7 SPECIFIC FOR HUMAN H LA-RESTRICTED TUMOR ANTIGENS 
9 <130> FILE REFERENCE: 4 8340/557 93-DIV 

11 <140> CURRENT APPLICATION NUMBER: 09/774, 681A 

12 <141> CURRENT FILING DATE: 2001-02-01 

14 <150> PRIOR APPLICATION NUMBER: 08/812,393 

15 <151> PRIOR FILING DATE: 1997-03-05 

17 <150> PRIOR APPLICATION NUMBER: 60/012,845 

18 <151> PRIOR FILING DATE: 1996-03-05 
20 <160> NUMBER OF SEQ ID NOS : 64 

22 <170> SOFTWARE: Patent In Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 1350 
TYPE : DNA 

Artificial Sequence 



24 <210> 

25 <211> 

26 <212> 

27 <213> 
29 <220> 




ORGANISM: 
FEATURE : 



30 <221> NAME/KEY: CDS 

31 <222> LOCATION: (1)..{1332) 

33 <220> FEATURE: 

34 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

35 single chain TCR derivative nucleotide sequence 

37 <4 00> SEQUENCE: 1 

38 etc gag atg cag agg aac ctg gga get gtg ctg ggg att ctg tgg gtg 48 
39- Leu Glu Met Gin Arg Asn Leu Gly Ala Val Leu Gly lie Leu Trp Val 

40 1 5 10 .15 

42 cag att tgc tgg ctg aaa gaa cag caa gtg cag cag agt ccc gca tec 96 

43 Gin lie Cys Trp Leu Lys Glu Gin Gin Val Gin Gin Ser Pro Ala Ser 

44 20 25 30 

46 ttg gtt ctg cag gag ggg gag aac gca gag etc cag tgt age ttt tec 144 

47 Leu Val Leu Gin Glu Gly Glu Asn Ala Glu Leu Gin Cys Ser Phe Ser 

48 .35 40 " 45 

50 ate ttt aca aac cag gtg cag tgg ttt tac caa cgt cct ggg gga aga 192 

51 lie Phe Thr Asn Gin Val Gin Trp Phe Tyr Gin Arg Pro Gly Gly Arg 

52 50 55 60 ' 

54 etc gtc age ctg ttg tac aat cct tct ggg aca aag cag agt ggg aga 240 

55 Leu Val Ser Leu Leu Tyr Asn Pro Ser Gly Thr Lys Gin Ser Gly Arg 

56 65 .70 75 80 

58 ctg aca tec aca aca gtc att aaa gaa cgt cgc age tct ttg cac att 288 

59 Leu Thr Ser Thr Thr Val lie Lys Glu Arg Arg Ser Ser Leu His lie 

60 85 90 95 

62 tec tec tec cag ate aca gac tea ggc act tat etc tgt gec tea aat 336 
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153 <210> SEQ ID NO: 2 

154 <211> LENGTH: 444 

155 <212> TYPE: PRT 

156 <213> ORGANISM: Artificial Sequence 

158 <220> FEATURE: 

159 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

160 single chain TCR protein 
162 <400> SEQUENCE: 2 
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273 <211> LENGTH: 26 

274 <212> TYPE: DNA 

275 <213> ORGANISM: Artificial Sequence 

277 <220> FEATURE: 

278 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

280 <400> SEQUENCE: 5 

281 ctgcagctgc tcctcaagta ctattc 26 

284 <210> SEQ ID NO: 6 

285 <211> LENGTH: 28 

286 <212> TYPE: DNA 

287 <213> ORGANISM: Artificial Sequence 
28 9 <220> FEATURE: 

290 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
292 <400> SEQUENCE: 6 

2 93 tcccggagaa ggtccacagt tcctcttt 28 

296 <210> SEQ ID NO: 7 

297 <211> LENGTH: 29 

298 <212> TYPE: DNA 

299 <213> ORGANISM: Artificial Sequence 

301 <220> FEATURE: 

302 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

304 <400> SEQUENCE: 7 

305 gaagcagcag agggtttgaa gccacatac 29 

308 <210> SEQ ID NO: 8 

309 <211> LENGTH: 27 

310 <212> TYPE: DNA 

311 <213> ORGANISM: Artificial Sequence 

313 <220> FEATURE: 

314 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

316 <400> SEQUENCE: 8 , 

317 ggcaggtctt cagttgctta tgaaggt , 27 

320 <210> SEQ ID NO: 9 

321 <211> LENGTH: 27 

322 <212> TYPE: DNA 

323 <213> ORGANISM: Artificial Sequence 

325 <220> FEATURE: 

326 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

328 <400> SEQUENCE: 9 

329 ggttcctctt cagggtccag aatatgt 27 

332 <210> SEQ ID NO: 10 ^ 

333 <211> LENGTH: 27 

334 <212> TYPE: DNA 

335 <213> ORGANISM: Artificial Sequence 

337 <220> FEATURE: 

338 <223> OTHER INFORMATION : Description of Artificial Sequence: Primer 

340 <400> SEQUENCE: 10 

341 gcgaagaact caccctggac tgttcat 27 

344 <210> SEQ ID NO: 11 

345 <211> LENGTH: 30 
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